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C1orf112 teams up with FIGNL1 to facilitate RAD51
filament disassembly and DNA interstrand cross-link
repair
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Highlights

d C1orf112 forms a stable complex with FIGNL1 and physically

interacts with RAD51

d The RAD51 filament disassembly activity of FIGNL1 is

stimulated by C1orf112

d BRCA2 functions upstream of C1orf112-FIGNL1 to protect

RAD51 from premature disassembly

d C1orf112- and FIGNL1-deficient cells are most sensitive to

DNA interstrand cross-link agents
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In brief

Zhou et al. perform RAD51 proximity

proteomics and identify the factor

C1orf112. C1orf112 can enhance FIGNL1

protein stability and stimulate the RAD51

filament disassembly by FIGNL1. Via

regulating RAD51 filament, the C1orf112-

FIGNL1 complex facilitates the

homologous recombination step of ICL

repair by the Fanconi anemia pathway.
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